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The legend within each inbox shows the Hunter-Gaston discriminatory index (HGDI) for each group. The allelic diversity of the loci was classified as highly discriminant (HGDI > 0.6, shown as "bold" in the inbox), moderately discriminant (0.3 ≤ HGDI ≤ 0.6, shown as "normal" in the inbox) and poorly discriminant (HGDI < 0.3, shown as "italic" in the inbox).
Lastly, a color-marked group in inbox underlines statistically significant differences with others regarding the proportion of strains with contrasted number of repeats (P < 0.05).
Furthermore, if written in bold, a color-marked group indicates its specificity regrading a given repeat number. were from a recent study by Yin et al. 20 , and described as Modern (10 entries from 5 strains), Ancient (2 entries from 1 strain), and Early ancient (2 entries from 1 strain).
